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               >SacII
                 |
                 |  10        20        30        40        50        60        70     
            CCCCGCGGCAGGCCCTCCGAGCGTGGTGGAGCCGTTCTGTGAGACAGCCGGGTACGAGTCGTGACGCTGGAAGGG
            GGGGCGCCGTCCGGGAGGCTCGCACCACCTCGGCAAGACACTCTGTCGGCCCATGCTCAGCACTGCGACCTTCCC
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                                   >RsrII
                                     |
               80        90       100|      110       120       130       140       150
            GCAAGCGGGTGGTGGGCAGGAATGCGGTCCGCCCTGCAGCAACCGGAGGGGGAGGGAGAAGGGAGCGGAAAAGTC
            CGTTCGCCCACCACCCGTCCTTACGCCAGGCGGGACGTCGTTGGCCTCCCCCTCCCTCTTCCCTCGCCTTTTCAG
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                                                         >AfeI          >AatII
                                                           |              |
                   160       170       180       190       200       210  |    220     
            TCCACCGGACGCGGCCATGGCTCGGGGGGGGGGGGGCAGCGGAGGASCGCTTCCGGCCGACGTCTCGTCGCTGAT
            AGGTGGCCTGCGCCGGTACCGAGCCCCCCCCCCCCCGTCGCCTCCTSGCGAAGGCCGGCTGCAGAGCAGCGACTA
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                                                                                  >HpaI
                                                                                    |
              230       240       250       260       270       280       290       300
            TGGCTTYTTTTCCTCCCGCCGTGTGTGAAAACACAAATGGCGTGTTTTGGTTGGCGTAAGGCGCCTGTCAGTTAA
            ACCGAARAAAAGGAGGGCGGCACACACTTTTGTGTTTACCGCACAAAACCAACCGCATTCCGCGGACAGTCAATT
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                   310       320       330       340       350       360       370     
            CGGCAGCCGGAGTGCGCAGCCGCCGGCAGCCTCGCTCTGCCCACTGGGTGGGGCGGGAGGTAGGTGGGGTGAGGC
            GCCGTCGGCCTCACGCGTCGGCGGCCGTCGGAGCGAGACGGGTGACCCACCCCGCCCTCCATCCACCCCACTCCG
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                  >PmlI
                    |
              380   |   390       400       410       420       430       440       450
            GAGCTGNACGTGCGGGCGCGGTCGGCCTCTGGCGGGGCGGGGGAGGGGAGGGAGGGTCAGCGAAAGTAGCTCGCG
            CTCGACNTGCACGCCCGCGCCAGCCGGAGACCGCCCCGCCCCCTCCCCTCCCTCCCAGTCGCTTTCATCGAGCGC
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                >NotI
                  |
                  |460       470       480       490       500       510       520     
            CGCGAGCGGCCGCCCACCCTCCCCTTCCTCTGGGGGAGTCGTTTTACCCGCCGCCGGCCGGGCCTCGTCGTCTGA
            GCGCTCGCCGGCGGGTGGGAGGGGAAGGAGACCCCCTCAGCAAAATGGGCGGCGGCCGGCCCGGAGCAGCAGACT
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

              530       540       550       560       570       580       590       600
            TTGGCTCTCGGGGCCCAGAAAACTGGCCCTTGCCATTGGCTCGTGTTCGTGCAAGTTGAGTCCATCCGCCGGCCA
            AACCGAGAGCCCCGGGTCTTTTGACCGGGAACGGTAACCGAGCACAAGCACGTTCAACTCAGGTAGGCGGCCGGT
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                   610       620       630       640       650       660       670     
            GCGGGGGCGGCGAGGAGGCGCTCCCAGGTTCCGGCCCTCCCCTCGGCCCCGCGCCGCAGAGTCTGGCCGCGCGCC
            CGCCCCCGCCGCTCCTCCGCGAGGGTCCAAGGCCGGGAGGGGAGCCGGGGCGCGGCGTCTCAGACCGGCGCGCGG
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            ___________________________ROSA 26 5' FRAGMENT_____________________________>

              680       690       700       710       720       730       740       750
            CCTGCGCAACGTGGCAGGAAGCGCGCGCTGGGGGCGGGGACGGGCAGTAGGGCTGAGCGGCTGCGGGGCGGGTGC
            GGACGCGTTGCACCGTCCTTCGCGCGCGACCCCCGCCCCTGCCCGTCATCCCGACTCGCCGACGCCCCGCCCACG
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                   760       770       780       790       800       810       820     
            AAGCACGTTTCCGACTTGAGTTGCCTCAAGAGGGGCGTGCTGAGCCAGACCTCCATCGCGCACTCCGGGGAGTGG
            TTCGTGCAAAGGCTGAACTCAACGGAGTTCTCCCCGCACGACTCGGTCTGGAGGTAGCGCGTGAGGCCCCTCACC
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

              830       840       850       860       870       880       890       900
            AGGGAAGGAGCGAGGGCTCAGTTGGGCTGTTTTGGAGGCAGGAAGCACTTGCTCTCCCAAAGTCGCTCTGAGTTG
            TCCCTTCCTCGCTCCCGAGTCAACCCGACAAAACCTCCGTCCTTCGTGAACGAGAGGGTTTCAGCGAGACTCAAC
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                   910       920       930       940       950       960       970     
            TTATCAGTAAGGGAGCTGCAGTGGAGTAGGCGGGGAGAAGGCCGCACCCTTCTCCGGAGGGGGGAGGGGAGTGTT
            AATAGTCATTCCCTCGACGTCACCTCATCCGCCCCTCTTCCGGCGTGGGAAGAGGCCTCCCCCCTCCCCTCACAA
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

              980       990      1000      1010      1020      1030      1040      1050
            GCAATACCTTTCTGGGAGTTCTCTGCTGCCTCCTGGCTTCTGAGGACCGCCCTGGGCCTGGGAGAATCCCTTGCC
            CGTTATGGAAAGACCCTCAAGAGACGACGGAGGACCGAAGACTCCTGGCGGGACCCGGACCCTCTTAGGGAACGG
            ___________________________ROSA 26 5' FRAGMENT_____________________________>

                                            >XbaI
                                              |
                  1060      1070      1080    | 1090      1100      1110      1120     
            CCCTCTTCCCCTCGTGATCTGCAACTCCAGTCTTTCTAGAAGATGGGCGGGAGTCTTCTGGGCAGGCTTAAAGGC
            GGGAGAAGGGGAGCACTAGACGTTGAGGTCAGAAAGATCTTCTACCCGCCCTCAGAAGACCCGTCCGAATTTCCG
            _______ROSA 26 5' FRAGMENT________>
                                              ______>
                                                    _______ROSA 26 3' FRAGMENT_________>

             1130      1140      1150      1160      1170      1180      1190      1200
            TAACCTGGTGTGTGGGCGTTGTCCTGCAGGGGAATTGAACAGGTGTAAAATTGGAGGGACAAGACTTCCCACAGA
            ATTGGACCACACACCCGCAACAGGACGTCCCCTTAACTTGTCCACATTTTAACCTCCCTGTTCTGAAGGGTGTCT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  1210      1220      1230      1240      1250      1260      1270     
            TTTTCGGTTTTGTCGGGAAGTTTTTTAATAGGGGCAAATAGGAAAATGGAGGATAGGAGTCATCTGGGGTTTATG
            AAAAGCCAAAACAGCCCTTCAAAAAATTATCCCCGTTTATCCTTTTACCTCCTATCCTCAGTAGACCCCAAATAC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             1280      1290      1300      1310      1320      1330      1340      1350
            CAGCAAAACTACAGGTATATTGCTTGTATCCGCCTCGGAGATTTCCATGAGGAGATAAAGACATGTCACCCGAGT
            GTCGTTTTGATGTCCATATAACGAACATAGGCGGAGCCTCTAAAGGTACTCCTCTATTTCTGTACAGTGGGCTCA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                        >NruI
                                                          |
                  1360      1370      1380      1390      1400      1410      1420     
            TTATACTCTCCTGCTTAGATCCTACTACAGTATGAAATACAGTGTYGCGAGGTAGACTATGTAAGCAGATTTAAT
            AATATGAGAGGACGAATCTAGGATGATGTCATACTTTATGTCACARCGCTCCATCTGATACATTCGTCTAAATTA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>
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             1430      1440      1450      1460      1470      1480      1490      1500
            CATTTTAAAGAGCCCAGTACTTCATATCCATTTCTCCCGCTCCTTCTGCAGCCTTATCAAAAGGTATTTAGAACA
            GTAAAATTTCTCGGGTCATGAAGTATAGGTAAAGAGGGCGAGGAAGACGTCGGAATAGTTTTCCATAAATCTTGT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  1510      1520      1530      1540      1550      1560      1570     
            CTCATTTTAGCCCCATTTTCATTTATTATACTGGCTTATCCAACCCCTAGACAGAGCATTGGCATTTTCCCTTTC
            GAGTAAAATCGGGGTAAAAGTAAATAATATGACCGAATAGGTTGGGGATCTGTCTCGTAACCGTAAAAGGGAAAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             1580      1590      1600      1610      1620      1630      1640      1650
            CTGATCTTAGAAGTCTGATGACTCATGAAACCAGACAGATTAGTTACATACACCACAAATCGAGGCTGTAGCTGG
            GACTAGAATCTTCAGACTACTGAGTACTTTGGTCTGTCTAATCAATGTATGTGGTGTTTAGCTCCGACATCGACC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  1660      1670      1680      1690      1700      1710      1720     
            GGCCTCAACACTGCAGTTCTTTTATAACTCCTTAGTACACTTTTTGTTGATCCTTTGCCTTGATCCTTAATTTTC
            CCGGAGTTGTGACGTCAAGAAAATATTGAGGAATCATGTGAAAAACAACTAGGAAACGGAACTAGGAATTAAAAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             1730      1740      1750      1760      1770      1780      1790      1800
            AGTGTCTATCACCTCTCCCGTCAGGTGGTGTTCCACATTTGGGCCTATTCTCAGTCCAGGGAGTTTTACAACAAT
            TCACAGATAGTGGAGAGGGCAGTCCACCACAAGGTGTAAACCCGGATAAGAGTCAGGTCCCTCAAAATGTTGTTA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  1810      1820      1830      1840      1850      1860      1870     
            AGATGTATTGAGAATCCAACCTAAAGCTTAACTTTCCACTCCCATGAATGCCTCTCTCCTTTTTCTCCATTATAA
            TCTACATAACTCTTAGGTTGGATTTCGAATTGAAAGGTGAGGGTACTTACGGAGAGAGGAAAAAGAGGTAATATT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             1880      1890      1900      1910      1920      1930      1940      1950
            CTGAGCTATWACCATTAATGGTTTCAGGTGGATGTCTCCTCCCCCAATATACCTGATGTATCTACATATTGCCAG
            GACTCGATAWTGGTAATTACCAAAGTCCACCTACAGAGGAGGGGGTTATATGGACTACATAGATGTATAACGGTC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  1960      1970      1980      1990      2000      2010      2020     
            GCTGATATTTTAAGACATWAAAGGTATATTTCATTATTGAGCCACATGGTATTGATTACTGCTACTAAAATTTTG
            CGACTATAAAATTCTGTAWTTTCCATATAAAGTAATAACTCGGTGTACCATAACTAATGACGATGATTTTAAAAC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

              >BsrGI
                |
             2030      2040      2050      2060      2070      2080      2090      2100
            TCATTGTACACATCTGTAAAAGGTGGTTCCTTTTGGAATGCAAAGTTCAGGTGTTTGTTGTCTTTCCTGACCTAA
            AGTAACATGTGTAGACATTTTCCACCAAGGAAAACCTTACGTTTCAAGTCCACAAACAACAGAAAGGACTGGATT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  2110      2120      2130      2140      2150      2160      2170     
            GGTCTTGTGAGCTTGTATTTTTTCTATTTAAGCAGTGCTTTCTCTTGGACTGGCTTGACTCATGGCATTCTACAC
            CCAGAACACTCGAACATAAAAAAGATAAATTCGTCACGAAAGAGAACCTGACCGAACTGAGTACCGTAAGATGTG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             2180      2190      2200      2210      2220      2230      2240      2250
            GTTATTGCTGGTCTAAATGTGATTTTGCCAAGCTTCTTCAGGACCTATAATTTTGCTTGACTTGTAGCCAAACAC
            CAATAACGACCAGATTTACACTAAAACGGTTCGAAGAAGTCCTGGATATTAAAACGAACTGAACATCGGTTTGTG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>
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                  2260      2270      2280      2290      2300      2310      2320     
            AAGTAAAATGATTAAGCAACAAATGTATTTGTGAAGCTTGGTTTTTAGGTTGTTGTGTTGTGTGTGCTTGTGCTC
            TTCATTTTACTAATTCGTTGTTTACATAAACACTTCGAACCAAAAATCCAACAACACAACACACACGAACACGAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                              >BstAPI
                                                                 |
             2330      2340      2350      2360      2370      2380      2390      2400
            TATAATAATACTATCCAGGGGCTGGAGAGGTGGCTCGGAGTTCAAGAGCACAGACTGCTCTTCCAGAAGTCCTGA
            ATATTATTATGATAGGTCCCCGACCTCTCCACCGAGCCTCAAGTTCTCGTGTCTGACGAGAAGGTCTTCAGGACT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  2410      2420      2430      2440      2450      2460      2470     
            GTTCAATTCCCAGCAACCACATGGTGGCTCACAACCATCTGTAATGGGATCTGATGCCCTCTTCTGGTGTGTCTG
            CAAGTTAAGGGTCGTTGGTGTACCACCGAGTGTTGGTAGACATTACCCTAGACTACGGGAGAAGACCACACAGAC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             2480      2490      2500      2510      2520      2530      2540      2550
            AAGACCACAAGTGTATTCACATTAAATAAATAATCCTCCTTCTTCTTCTTTTTTTTTTTTTAAAGAGAATWCTGT
            TTCTGGTGTTCACATAAGTGTAATTTATTTATTAGGAGGAAGAAGAAGAAAAAAAAAAAAATTTCTCTTAWGACA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  2560      2570      2580      2590      2600      2610      2620     
            CTCCAGTAGAATTACTGAAGTAATGAAATACTTTGTGTTTGTTCCAATATGGWAGCCAATAATCAAATACTCTTW
            GAGGTCATCTTAATGACTTCATTACTTTATGAAACACAAACAAGGTTATACCWTCGGTTATTAGTTTATGAGAAW
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             2630      2640      2650      2660      2670      2680      2690      2700
            AGCACTGGAAATGTACCAAGGAACTATTTTATTTAAGTGWACTGTGGACAGAGGAGCCATAACTGCAGACTTGTG
            TCGTGACCTTTACATGGTTCCTTGATAAAATAAATTCACWTGACACCTGTCTCCTCGGTATTGACGTCTGAACAC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  2710      2720      2730      2740      2750      2760      2770     
            GGATACAGAAGACCAATGCAGACTTAATGTCTTTTCTCTTACACTAAGCAATAAAGAAATAAAAATTGAACTTCT
            CCTATGTCTTCTGGTTACGTCTGAATTACAGAAAAGAGAATGTGATTCGTTATTTCTTTATTTTTAACTTGAAGA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                              >NheI
                                |
             2780      2790     |2800      2810      2820      2830      2840      2850
            AGTATCCTATTTGTTAAACTGCTAGCTTTACTAACTTTTGTGCTTCATCTATACAAAGCTGAAAGCTAAGTCTGC
            TCATAGGATAAACAATTTGACGATCGAAATGATTGAAAACACGAAGTAGATATGTTTCGACTTTCGATTCAGACG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  2860      2870      2880      2890      2900      2910      2920     
            AGCCATTACTAAACATGAAAGCAAGTAATGATAATTTTGGATTTCAAAAATGTAGGGCCAGAGTTTAGCCAGCCA
            TCGGTAATGATTTGTACTTTCGTTCATTACTATTAAAACCTAAAGTTTTTACATCCCGGTCTCAAATCGGTCGGT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                                 >BglII
                                                                   |
             2930      2940      2950      2960      2970      2980|     2990      3000
            GTGGTGGTGCTTGCCTTTATGCCTTAATCCCAGCACTCTGGAGGCAGAGACAGGCAGATCTCTGAGTTTGAGCCC
            CACCACCACGAACGGAAATACGGAATTAGGGTCGTGAGACCTCCGTCTCTGTCCGTCTAGAGACTCAAACTCGGG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>
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                  3010      3020      3030      3040      3050      3060      3070     
            AGCCTGGTCTACACATCAAGTTCTATCTAGGATAGCCAGGAATACACACAGAAACCCTGTTGGGGAGGGGGGCTC
            TCGGACCAGATGTGTAGTTCAAGATAGATCCTATCGGTCCTTATGTGTGTCTTTGGGACAACCCCTCCCCCCGAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3080      3090      3100      3110      3120      3130      3140      3150
            TGAGATTTCATAAAATTATAATTGAAGCATTCCCTAATGAGCCACTATGGATGTGGCTAAATCCGTCTACCTTTC
            ACTCTAAAGTATTTTAATATTAACTTCGTAAGGGATTACTCGGTGATACCTACACCGATTTAGGCAGATGGAAAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  3160      3170      3180      3190      3200      3210      3220     
            TGATGAGATTTGGGTATTATTTTTTCTGTCTCTGCTGTTGGTTGGGTCTTTTGACACTGTGGGCTTTCTTAAAGC
            ACTACTCTAAACCCATAATAAAAAAGACAGAGACGACAACCAACCCAGAAAACTGTGACACCCGAAAGAATTTCG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3230      3240      3250      3260      3270      3280      3290      3300
            CTCCTTCCCTGCCATGTGGTCTCTTGTTTGCTACTAACTTCCCATGGCTTAAATGGCATGGCTTTTTGCCTTCTA
            GAGGAAGGGACGGTACACCAGAGAACAAACGATGATTGAAGGGTACCGAATTTACCGTACCGAAAAACGGAAGAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  3310      3320      3330      3340      3350      3360      3370     
            AGGGCAGCTGCTGAGWTTTGCAGCCTGATTTCCAGGGTGGGGTTGGGAAATCTTTCAAACACTAAAATTGTCCTT
            TCCCGTCGACGACTCWAAACGTCGGACTAAAGGTCCCACCCCAACCCTTTAGAAAGTTTGTGATTTTAACAGGAA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3380      3390      3400      3410      3420      3430      3440      3450
            TAATTTTTTTTTAAAAAATGGGTTATATAATAAACCTCATAAAATAGTTATGAGGAGTGAGGTGGACTAATATTA
            ATTAAAAAAAAATTTTTTACCCAATATATTATTTGGAGTATTTTATCAATACTCCTCACTCCACCTGATTATAAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  3460      3470      3480      3490      3500      3510      3520     
            ATGAGTCCCTCCCCTATAAAAGAGCTATTAAGGCTTTTTGTCTTATACTAACTTTTTTTTTAAATGTGGTATCTT
            TACTCAGGGAGGGGATATTTTCTCGATAATTCCGAAAAACAGAATATGATTGAAAAAAAAATTTACACCATAGAA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3530      3540      3550      3560      3570      3580      3590      3600
            TAGAACCAAGGGTCTTAGAGTTTTAGTATACAGAAACTGTTGCATCGCTTAATCAGATTTTCTAGTTTCAAATCC
            ATCTTGGTTCCCAGAATCTCAAAATCATATGTCTTTGACAACGTAGCGAATTAGTCTAAAAGATCAAAGTTTAGG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  3610      3620      3630      3640      3650      3660      3670     
            AGAGAATCCAAATTCTTCACAGCCAAAGTCAAATTAAGAATTTCTGACTTTAATGTTATTTGCTACTGTGAATAT
            TCTCTTAGGTTTAAGAAGTGTCGGTTTCAGTTTAATTCTTAAAGACTGAAATTACAATAAACGATGACACTTATA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3680      3690      3700      3710      3720      3730      3740      3750
            AAAATGATAGCTTTTCCTGAGGCAGGGTCTCACTATGTATCTCTGCCTGATCTGCAACAAGATATGTAGACTAAA
            TTTTACTATCGAAAAGGACTCCGTCCCAGAGTGATACATAGAGACGGACTAGACGTTGTTCTATACATCTGATTT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  3760      3770      3780      3790      3800      3810      3820     
            GTTCTGCCTGCTTTTGTCTCCTGAATACTAAGGTTAAAATGTAGTAATACTTTTGGAACTTGCAGGTCAGATTCT
            CAAGACGGACGAAAACAGAGGACTTATGATTCCAATTTTACATCATTATGAAAACCTTGAACGTCCAGTCTAAGA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3830      3840      3850      3860      3870      3880      3890      3900
            TTTATAGGGGACACACTAAGGGAGCTTGGGTGATAGTTGGTAAATGTGTTTAAGTGATGAAAACTTGAATTATTA
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            AAATATCCCCTGTGTGATTCCCTCGAACCCACTATCAACCATTTACACAAATTCACTACTTTTGAACTTAATAAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                                     >AvrII
                                                                       |
                  3910      3920      3930      3940      3950      3960      3970     
            TCACCGCAACCTACTTTTTAAAAAAAAAAGCCAGGCCTGTTAGAGCATGCTAAGGGATCCCTAGGACTTGCTGAG
            AGTGGCGTTGGATGAAAAATTTTTTTTTTCGGTCCGGACAATCTCGTACGATTCCCTAGGGATCCTGAACGACTC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             3980      3990      4000      4010      4020      4030      4040      4050
            CACACAAGAGTAGTACTTGGCAGGCTCCTGGTGAGAGCATATTTCAAAAAACAAGGCAGACAACCAAGAAACTAC
            GTGTGTTCTCATCATGAACCGTCCGAGGACCACTCTCGTATAAAGTTTTTTGTTCCGTCTGTTGGTTCTTTGATG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

              >BstEII
                 |
                 |4060      4070      4080      4090      4100      4110      4120     
            AGTAAGGTTACCTGTCTTTAACCATCTGCATATACACAGGGATATTAAAATATTCCAAATAATATTTCATTCAAG
            TCATTCCAATGGACAGAAATTGGTAGACGTATATGTGTCCCTATAATTTTATAAGGTTTATTATAAAGTAAGTTC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4130      4140      4150      4160      4170      4180      4190      4200
            TTTTCCCCCATCAAATTGGGACATGGATTTCTCCGGTGAATAGGCAGAGTTGGAAACTAAACAAATGTTGGTTTT
            AAAAGGGGGTAGTTTAACCCTGTACCTAAAGAGGCCACTTATCCGTCTCAACCTTTGATTTGTTTACAACCAAAA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  4210      4220      4230      4240      4250      4260      4270     
            GTGATTTGTGAAATTGTTTTCAAGTGATAGTTAAAGCCCATGAGATACAGAACAAAGCTGCTATTTCGAGGTCTC
            CACTAAACACTTTAACAAAAGTTCACTATCAATTTCGGGTACTCTATGTCTTGTTTCGACGATAAAGCTCCAGAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4280      4290      4300      4310      4320      4330      4340      4350
            TTGGTTATACTCAGAAGCACTTCTTTGGGTTTCCCTGCACTATCCTGATCATGTGCTAGGCCTWCCTTAGGCTGA
            AACCAATATGAGTCTTCGTGAAGAAACCCAAAGGGACGTGATAGGACTAGTACACGATCCGGAWGGAATCCGACT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                  >NdeI
                                                    |
                  4360      4370      4380      4390|     4400      4410      4420     
            TTGTTGTTCAAATAACTTAAGTTTCCTGTCAGGTGATGTCATATGATTTCATATATCAAGGCAAAACATGTTATA
            AACAACAAGTTTATTGAATTCAAAGGACAGTCCACTACAGTATACTAAAGTATATAGTTCCGTTTTGTACAATAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4430      4440      4450      4460      4470      4480      4490      4500
            TATGTTAAACATTTGKACTTAATGTGAAAGTTAGGTCTTTGTGGGTTTTGATTTTAATTTCAAAACCTGAGCTAA
            ATACAATTTGTAAACMTGAATTACACTTTCAATCCAGAAACACCCAAAACTAAAATTAAAGTTTTGGACTCGATT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  4510      4520      4530      4540      4550      4560      4570     
            ATAAGTCATTTTACATGTCTTACATTTGGTGAATTGTATATTGTGGTTTGCAGGCAAGACTCTCTGACCTAGTAA
            TATTCAGTAAAATGTACAGAATGTAAACCACTTAACATATAACACCAAACGTCCGTTCTGAGAGACTGGATCATT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4580      4590      4600      4610      4620      4630      4640      4650
            CCCTCCTATAGAGCACTTTGCTGGGTCACAAGTCTAGGAGTCAAGCATTTCACCTTGAAGTTGAGACGTTTTGTT
            GGGAGGATATCTCGTGAAACGACCCAGTGTTCAGATCCTCAGTTCGTAAAGTGGAACTTCAACTCTGCAAAACAA
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            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  4660      4670      4680      4690      4700      4710      4720     
            AGTGTATACTAGTTATATGTTGGAGGACATGTTTATCCAGAAGATATTCAGGACTATTTTTGACTGGGCTAAGGA
            TCACATATGATCAATATACAACCTCCTGTACAAATAGGTCTTCTATAAGTCCTGATAAAAACTGACCCGATTCCT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4730      4740      4750      4760      4770      4780      4790      4800
            ATTGATTCTGATTAGCACTGTTAGTGAGCATTGAGTGGCCTTTAGGCTTGAATTGGAGTCACTTGTATATCTCAA
            TAACTAAGACTAATCGTGACAATCACTCGTAACTCACCGGAAATCCGAACTTAACCTCAGTGAACATATAGAGTT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  4810      4820      4830      4840      4850      4860      4870     
            ATAATGCTGGCCTTTTTTWAAAAGCCCTTGTTCTTTATCACCCTGTTTTCTACATAATTTTTGTTCAAAGAAATA
            TATTACGACCGGAAAAAAWTTTTCGGGAACAAGAAATAGTGGGACAAAAGATGTATTAAAAACAAGTTTCTTTAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             4880      4890      4900      4910      4920      4930      4940      4950
            CTTGTTTGGATCTCCTTTTGACAACAATAGCATGTTTTCAAGCCATATTTTTTTTCCTTTTTTTTTTTTTTTTTG
            GAACAAACCTAGAGGAAAACTGTTGTTATCGTACAAAAGTTCGGTATAAAAAAAAGGAAAAAAAAAAAAAAAAAC
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  4960      4970      4980      4990      5000      5010      5020     
            GTTTTTCGAGACAGGGTTTCTCTGTATAGCCCTGGCTGTCCTGGAACTCACTTTGTAGACCAGGCTGGCCTCGAA
            CAAAAAGCTCTGTCCCAAAGAGACATATCGGGACCGACAGGACCTTGAGTGAAACATCTGGTCCGACCGGAGCTT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             5030      5040      5050      5060      5070      5080      5090      5100
            CTCAGAAATCCGCCTGCCTCTGCCTCCTGAGTGCCGGGATTAAAGGCGTGCACCACCACGCCTGGCTAAGTTGGA
            GAGTCTTTAGGCGGACGGAGACGGAGGACTCACGGCCCTAATTTCCGCACGTGGTGGTGCGGACCGATTCAACCT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  5110      5120      5130      5140      5150      5160      5170     
            TATTTTGTATATAACTATAACCAATACTAACTCCACTGGGTGGATTTTTAATTCAGTCAGTAGTCTTAAGTGGTC
            ATAAAACATATATTGATATTGGTTATGATTGAGGTGACCCACCTAAAAATTAAGTCAGTCATCAGAATTCACCAG
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

             5180      5190      5200      5210      5220      5230      5240      5250
            TTTATTGGCCCTTATTAAAATCTACTGTTCACTCTAACAGAGGCTGTTGGACTAGTGGSACTAAGCAACTTCCTA
            AAATAACCGGGAATAATTTTAGATGACAAGTGAGATTGTCTCCGACAACCTGATCACCSTGATTCGTTGAAGGAT
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                  5260      5270      5280      5290      5300      5310      5320     
            CGGATATACTAGCAGATAAGGGTCAGGGATAGAAACTAGTCTAGCGTTTTGTATACCTACCAGCTTATACTACCT
            GCCTATATGATCGTCTATTCCCAGTCCCTATCTTTGATCAGATCGCAAAACATATGGATGGTCGAATATGATGGA
            ___________________________ROSA 26 3' FRAGMENT_____________________________>

                                                   >SalI                  >EcoRV
                                                     |                      |
             5330      5340      5350      5360      5370      5380      5390      5400
            TGTTCTGATAGAAATATTTAGGACATCTAGCTTATCGATCCGTCGACGGTATCGATAAGCTTGATATCGAATTCT
            ACAAGACTATCTTTATAAATCCTGTAGATCGAATAGCTAGGCAGCTGCCATAGCTATTCGAACTATAGCTTAAGA
            _______ROSA 26 3' FRAGMENT_________>
                                               ______________PGK DTA BPA_______________>

                  5410      5420      5430      5440      5450      5460      5470     
            ACCGGGTAGGGGAGGCGCTTTTCCAAGGCAGTCTGAGCATGCGCTTAGCAGCCCCGCTGGCACTTGGCGCTACAC



pROSA26-1 Enzyme Annotated Sequence Page 8
Tuesday, May 22, 2001  1:04 PM

            TGGCCCATCCCCTCCGCGAAAAGGTTCCGTCAGACTCGTACGCGAATCGTCGGGGCGACCGTGAACCGCGATGTG
            _______________________________PGK DTA BPA_________________________________>

                                            >AgeI
                                              |
             5480      5490      5500      5510      5520      5530      5540      5550
            AAGTGGCCTYTGGCCTCGCACACATTCCACATCCACCGGTAGGCGCCAACCGGCTCCGTTCTTTGGTGGCCCCTT
            TTCACCGGARACCGGAGCGTGTGTAAGGTGTAGGTGGCCATCCGCGGTTGGCCGAGGCAAGAAACCACCGGGGAA
            _______________________________PGK DTA BPA_________________________________>

                  5560      5570      5580      5590      5600      5610      5620     
            CGCGCCACCTTCTWCTCCTCCCCTAGTCAGGAAGTTCCCCCCCGCCCCGCAGCTCGCGTCGTSAGGACGTGACAA
            GCGCGGTGGAAGAWGAGGAGGGGATCAGTCCTTCAAGGGGGGGCGGGGCGTCGAGCGCAGCASTCCTGCACTGTT
            _______________________________PGK DTA BPA_________________________________>

             5630      5640      5650      5660      5670      5680      5690      5700
            ATGGAAGTAGCACGTCTCACTAGTCTCGTCAGATGGACAGCACCGCTGAGCAATGGAAGCGGGTAGGCCTTTGGG
            TACCTTCATCGTGCAGAGTGATCAGAGCAGTCTACCTGTCGTGGCGACTCGTTACCTTCGCCCATCCGGAAACCC
            _______________________________PGK DTA BPA_________________________________>

                  5710      5720      5730      5740      5750      5760      5770     
            GCAGCGGCCAATAGCAGCTTTGCTCCTTCGCTTTCTGGGCTCAGAGGCTGGGAAGGGGTGGGTCCGGGGGCGGGC
            CGTCGCCGGTTATCGTCGAAACGAGGAAGCGAAAGACCCGAGTCTCCGACCCTTCCCCACCCAGGCCCCCGCCCG
            _______________________________PGK DTA BPA_________________________________>

             5780      5790      5800      5810      5820      5830      5840      5850
            TCAGGGGCGGGCTCAGGGGCGGGGCGGGCGCCCGAAGGTCCTCCGGAGGCCCGGCATTCTGCACGCTTCAAAAGC
            AGTCCCCGCCCGAGTCCCCGCCCCGCCCGCGGGCTTCCAGGAGGCCTCCGGGCCGTAAGACGTGCGAAGTTTTCG
            _______________________________PGK DTA BPA_________________________________>

                  5860      5870      5880      5890      5900      5910      5920     
            GCACGTCTGCCGCGCTGTTCTCCTCTTCCTCATCTCCGGGCCTTTCGACCTGCAGGTCCTCGCCATGGATCCTGA
            CGTGCAGACGGCGCGACAAGAGGAGAAGGAGTAGAGGCCCGGAAAGCTGGACGTCCAGGAGCGGTACCTAGGACT
            _______________________________PGK DTA BPA_________________________________>

             5930      5940      5950      5960      5970      5980      5990      6000
            TGATGTTGTTATTCTTCTAATCTTTTGTATGGAAAACTTTTCTTCGTACCACGGGACTAAACCTGGTTATGTAGA
            ACTACAACAATAAGAAGATTAGAAAACATACCTTTTGAAAAGAAGCATGGTGCCCTGATTTGGACCAATACATCT
            _______________________________PGK DTA BPA_________________________________>

                  6010      6020      6030      6040      6050      6060      6070     
            TTCCATTCAAAAAGGTATACAAAAGCCAAAATCTGGTACACAAGGAAATTATGACGATGATTGGAAAGGGTTTTA
            AAGGTAAGTTTTTCCATATGTTTTCGGTTTTAGACCATGTGTTCCTTTAATACTGCTACTAACCTTTCCCAAAAT
            _______________________________PGK DTA BPA_________________________________>

             6080      6090      6100      6110      6120      6130      6140      6150
            TAGTACCGACAATAAATACGACGCTGCGGGATACTCTGTAGATAATGAAAACCCGCTCTCTGGAAAAGCTGGAGG
            ATCATGGCTGTTATTTATGCTGCGACGCCCTATGAGACATCTATTACTTTTGGGCGAGAGACCTTTTCGACCTCC
            _______________________________PGK DTA BPA_________________________________>

                  6160      6170      6180      6190      6200      6210      6220     
            CGTGGTCAAAGTGACGTATCCAGGACTGACGAAGGTTCTCGCACTAAAAGTGGATAATGCCGAAACTATTAAGAA
            GCACCAGTTTCACTGCATAGGTCCTGACTGCTTCCAAGAGCGTGATTTTCACCTATTACGGCTTTGATAATTCTT
            _______________________________PGK DTA BPA_________________________________>

             6230      6240      6250      6260      6270      6280      6290      6300
            AGAGTTAGGTTTAAGTCTCACTGAACCGTTGATGGAGCAAGTCGGAACGGAAGAGTTTATCAAAAGGTTCGGTGA
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            TCTCAATCCAAATTCAGAGTGACTTGGCAACTACCTCGTTCAGCCTTGCCTTCTCAAATAGTTTTCCAAGCCACT
            _______________________________PGK DTA BPA_________________________________>

                                             >BbvCI
                                               |
                  6310      6320      6330     |6340      6350      6360      6370     
            TGGTGCTTCGCGTGTAGTGCTCAGCCTTCCCTTCGCTGAGGGGAGTTCTAGCGTTGAATATATTAATAACTGGGA
            ACCACGAAGCGCACATCACGAGTCGGAAGGGAAGCGACTCCCCTCAAGATCGCAACTTATATAATTATTGACCCT
            _______________________________PGK DTA BPA_________________________________>

                                                                     >MscI
                                                                       |
             6380      6390      6400      6410      6420      6430    | 6440      6450
            ACAGGCGAAAGCGTTAAGCGTAGAACTTGAGATTAATTTTGAAACCCGTGGAAAACGTGGCCAAGATGCGATGTA
            TGTCCGCTTTCGCAATTCGCATCTTGAACTCTAATTAAAACTTTGGGCACCTTTTGCACCGGTTCTACGCTACAT
            _______________________________PGK DTA BPA_________________________________>

                  6460      6470      6480      6490      6500      6510      6520     
            TGAGTATATGGCTCAAGCCTGTGCAGGAAATCGTGTCAGGCGATCTCTTTGTGAAGGAACCTTACTTCTGTGGTG
            ACTCATATACCGAGTTCGGACACGTCCTTTAGCACAGTCCGCTAGAGAAACACTTCCTTGGAATGAAGACACCAC
            _______________________________PGK DTA BPA_________________________________>

             6530      6540      6550      6560      6570      6580      6590      6600
            TGACATAATTGGACAAACTACCTACAGAGATTTAAAGCTCTAAGGTAAATATAAAATTTTTAAGTGTATAATGTG
            ACTGTATTAACCTGTTTGATGGATGTCTCTAAATTTCGAGATTCCATTTATATTTTAAAAATTCACATATTACAC
            _______________________________PGK DTA BPA_________________________________>

                  6610      6620      6630      6640      6650      6660      6670     
            TTAAACTACTGATTCTAATTGTTTGTGTATTTTAGATTCCAACCTATGGAACTGATGAATGGGAGCAGTGGTGGA
            AATTTGATGACTAAGATTAACAAACACATAAAATCTAAGGTTGGATACCTTGACTACTTACCCTCGTCACCACCT
            _______________________________PGK DTA BPA_________________________________>

             6680      6690      6700      6710      6720      6730      6740      6750
            ATGCAGATCCTAGAGCTCGCTGATCAGCCTCGACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCCCCTCCC
            TACGTCTAGGATCTCGAGCGACTAGTCGGAGCTGACACGGAAGATCAACGGTCGGTAGACAACAAACGGGGAGGG
            _______________________________PGK DTA BPA_________________________________>

                  6760      6770      6780      6790      6800      6810      6820     
            CCGTGCCTTCCTTGACCCTGGAAGGTGCCACTCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCATCGCATT
            GGCACGGAAGGAACTGGGACCTTCCACGGTGAGGGTGACAGGAAAGGATTATTTTACTCCTTTAACGTAGCGTAA
            _______________________________PGK DTA BPA_________________________________>

             6830      6840      6850      6860      6870      6880      6890      6900
            GTCTGAGTAGGTGTCATTCTATTCTGGGGGGTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGGAAGACAATA
            CAGACTCATCCACAGTAAGATAAGACCCCCCACCCCACCCCGTCCTGTCGTTCCCCCTCCTAACCCTTCTGTTAT
            _______________________________PGK DTA BPA_________________________________>

                                                                            >PaeR7I
                                                                               |
                                                                             >XhoI
                                                                               |
                  6910      6920      6930      6940      6950      6960      6970     
            GCAGGCATGCTGGGGATGCGGTGGGCTCTATGGCTTCTGAGGCGGAAAGAACCAGCTGGGGCTCGACCTCGAGGG
            CGTCCGTACGACCCCTACGCCACCCGAGATACCGAAGACTCCGCCTTTCTTGGTCGACCCCGAGCTGGAGCTCCC
            _____________________________PGK DTA BPA______________________________>

                     >KpnI
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                       |
                >Acc65I|
                   |   |
             6980  |   6990      7000      7010      7020      7030      7040      7050
            GGGGCCCGGTACCCAGCTTTTGTTCCCTTTAGTGAGGGTTAATTGCGCGCTTGGCGTAATCATGGTCATAGCTGT
            CCCCGGGCCATGGGTCGAAAACAAGGGAAATCACTCCCAATTAACGCGCGAACCGCATTAGTACCAGTATCGACA

                  7060      7070      7080      7090      7100      7110      7120     
            TTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGG
            AAGGACACACTTTAACAATAGGCGAGTGTTAAGGTGTGTTGTATGCTCGGCCTTCGTATTTCACATTTCGGACCC

             7130      7140      7150      7160      7170      7180      7190      7200
            GTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGT
            CACGGATTACTCACTCGATTGAGTGTAATTAACGCAACGCGAGTGACGGGCGAAAGGTCAGCCCTTTGGACAGCA

                  7210      7220      7230      7240      7250      7260      7270     
            GCCAGCTGCATTAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGC
            CGGTCGACGTAATTACTTAGCCGGTTGCGCGCCCCTCTCCGCCAAACGCATAACCCGCGAGAAGGCGAAGGAGCG

             7280      7290      7300      7310      7320      7330      7340      7350
            TCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGTTAT
            AGTGACTGAGCGACGCGAGCCAGCAAGCCGACGCCGCTCGCCATAGTCGAGTGAGTTTCCGCCATTATGCCAATA

                  7360      7370      7380      7390      7400      7410      7420     
            CCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGG
            GGTGTCTTAGTCCCCTATTGCGTCCTTTCTTGTACACTCGTTTTCCGGTCGTTTTCCGGTCCTTGGCATTTTTCC

             7430      7440      7450      7460      7470      7480      7490      7500
            CCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGT
            GGCGCAACGACCGCAAAAAGGTATCCGAGGCGGGGGGACTGCTCGTAGTGTTTTTAGCTGCGAGTTCAGTCTCCA

                  7510      7520      7530      7540      7550      7560      7570     
            GGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA
            CCGCTTTGGGCTGTCCTGATATTTCTATGGTCCGCAAAGGGGGACCTTCGAGGGAGCACGCGAGAGGACAAGGCT

             7580      7590      7600      7610      7620      7630      7640      7650
            CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGCTGTA
            GGGACGGCGAATGGCCTATGGACAGGCGGAAAGAGGGAAGCCCTTCGCACCGCGAAAGAGTATCGAGTGCGACAT

                  7660      7670      7680      7690      7700      7710      7720     
            GGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCT
            CCATAGAGTCAAGCCACATCCAGCAAGCGAGGTTCGACCCGACACACGTGCTTGGGGGGCAAGTCGGGCTGGCGA

             7730      7740      7750      7760      7770      7780      7790      7800
            GCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTG
            CGCGGAATAGGCCATTGATAGCAGAACTCAGGTTGGGCCATTCTGTGCTGAATAGCGGTGACCGTCGTCGGTGAC

                  7810      7820      7830      7840      7850      7860      7870     
            GTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA
            CATTGTCCTAATCGTCTCGCTCCATACATCCGCCACGATGTCTCAAGAACTTCACCACCGGATTGATGCCGATGT

             7880      7890      7900      7910      7920      7930      7940      7950
            CTAGAAGGACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGAT
            GATCTTCCTGTCATAAACCATAGACGCGAGACGACTTCGGTCAATGGAAGCCTTTTTCTCAACCATCGAGAACTA

                  7960      7970      7980      7990      8000      8010      8020     
            CCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGAT
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            GGCCGTTTGTTTGGTGGCGACCATCGCCACCAAAAAAACAAACGTTCGTCGTCTAATGCGCGTCTTTTTTTCCTA

             8030      8040      8050      8060      8070      8080      8090      8100
            CTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGG
            GAGTTCTTCTAGGAAACTAGAAAAGATGCCCCAGACTGCGAGTCACCTTGCTTTTGAGTGCAATTCCCTAAAACC

                  8110      8120      8130      8140      8150      8160      8170     
            TCATGAGATTATCAAAAAGGATCTTCACCTAGATCCTTTTAAATTAAAAATGAAGTTTTAAATCAATCTAAAGTA
            AGTACTCTAATAGTTTTTCCTAGAAGTGGATCTAGGAAAATTTAATTTTTACTTCAAAATTTAGTTAGATTTCAT

             8180      8190      8200      8210      8220      8230      8240      8250
            TATATGAGTAAACTTGGTCTGACAGTTACCAATGCTTAATCAGTGAGGCACCTATCTCAGCGATCTGTCTATTTC
            ATATACTCATTTGAACCAGACTGTCAATGGTTACGAATTAGTCACTCCGTGGATAGAGTCGCTAGACAGATAAAG

                  8260      8270      8280      8290      8300      8310      8320     
            GTTCATCCATAGTTGCCTGACTCCCCGTCGTGTAGATAACTACGATACGGGAGGGCTTACCATCTGGCCCCAGTG
            CAAGTAGGTATCAACGGACTGAGGGGCAGCACATCTATTGATGCTATGCCCTCCCGAATGGTAGACCGGGGTCAC

             8330      8340      8350      8360      8370      8380      8390      8400
            CTGCAATGATACCGCGAGACCCACGCTCACCGGCTCCAGATTTATCAGCAATAAACCAGCCAGCCGGAAGGGCCG
            GACGTTACTATGGCGCTCTGGGTGCGAGTGGCCGAGGTCTAAATAGTCGTTATTTGGTCGGTCGGCCTTCCCGGC

                  8410      8420      8430      8440      8450      8460      8470     
            AGCGCAGAAGTGGTCCTGCAACTTTATCCGCCTCCATCCAGTCTATTAATTGTTGCCGGGAAGCTAGAGTAAGTA
            TCGCGTCTTCACCAGGACGTTGAAATAGGCGGAGGTAGGTCAGATAATTAACAACGGCCCTTCGATCTCATTCAT

             8480      8490      8500      8510      8520      8530      8540      8550
            GTTCGCCAGTTAATAGTTTGCGCAACGTTGTTGCCATTGCTACAGGCATCGTGGTGTCACGCTCGTCGTTTGGTA
            CAAGCGGTCAATTATCAAACGCGTTGCAACAACGGTAACGATGTCCGTAGCACCACAGTGCGAGCAGCAAACCAT

                  8560      8570      8580      8590      8600      8610      8620     
            TGGCTTCATTCAGCTCCGGTTCCCAACGATCAAGGCGAGTTACATGATCCCCCATGTTGTGCAAAAAAGCGGTTA
            ACCGAAGTAAGTCGAGGCCAAGGGTTGCTAGTTCCGCTCAATGTACTAGGGGGTACAACACGTTTTTTCGCCAAT

             8630      8640      8650      8660      8670      8680      8690      8700
            GCTCCTTCGGTCCTCCGATCGTTGTCAGAAGTAAGTTGGCCGCAGTGTTATCACTCATGGTTATGGCAGCACTGC
            CGAGGAAGCCAGGAGGCTAGCAACAGTCTTCATTCAACCGGCGTCACAATAGTGAGTACCAATACCGTCGTGACG

                  8710      8720      8730      8740      8750      8760      8770     
            ATAATTCTCTTACTGTCATGCCATCCGTAAGATGCTTTTCTGTGACTGGTGAGTACTCAACCAAGTCATTCTGAG
            TATTAAGAGAATGACAGTACGGTAGGCATTCTACGAAAAGACACTGACCACTCATGAGTTGGTTCAGTAAGACTC

             >BcgI                             >BcgI
               |                                 |
             8780      8790      8800      8810  |   8820      8830      8840      8850
            AATAGTGTATGCGGCGACCGAGTTGCTCTTGCCCGGCGTCAATACGGGATAATACCGCGCCACATAGCAGAACTT
            TTATCACATACGCCGCTGGCTCAACGAGAACGGGCCGCAGTTATGCCCTATTATGGCGCGGTGTATCGTCTTGAA

                  8860      8870      8880      8890      8900      8910      8920     
            TAAAAGTGCTCATCATTGGAAAACGTTCTTCGGGGCGAAAACTCTCAAGGATCTTACCGCTGTTGAGATCCAGTT
            ATTTTCACGAGTAGTAACCTTTTGCAAGAAGCCCCGCTTTTGAGAGTTCCTAGAATGGCGACAACTCTAGGTCAA

             8930      8940      8950      8960      8970      8980      8990      9000
            CGATGTAACCCACTCGTGCACCCAACTGATCTTCAGCATCTTTTACTTTCACCAGCGTTTCTGGGTGAGCAAAAA
            GCTACATTGGGTGAGCACGTGGGTTGACTAGAAGTCGTAGAAAATGAAAGTGGTCGCAAAGACCCACTCGTTTTT

                  9010      9020      9030      9040      9050      9060      9070     
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            CAGGAAGGCAAAATGCCGCAAAAAAGGGAATAAGGGCGACACGGAAATGTTGAATACTCATACTCTTCCTTTTTC
            GTCCTTCCGTTTTACGGCGTTTTTTCCCTTATTCCCGCTGTGCCTTTACAACTTATGAGTATGAGAAGGAAAAAG

             9080      9090      9100      9110      9120      9130      9140      9150
            AATATTATTGAAGCATTTATCAGGGTTATTGTCTCATGAGCGGATACATATTTGAATGTATTTAGAAAAATAAAC
            TTATAATAACTTCGTAAATAGTCCCAATAACAGAGTACTCGCCTATGTATAAACTTACATAAATCTTTTTATTTG

                  9160      9170      9180      9190      9200      9210      9220     
            AAATAGGGGTTCCGCGCACATTTCCCCGAAAAGTGCCACCTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGC
            TTTATCCCCAAGGCGCGTGTAAAGGGGCTTTTCACGGTGGATTTAACATTCGCAATTATAAAACAATTTTAAGCG

             9230      9240      9250      9260      9270      9280      9290      9300
            GTTAAATTTTTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGA
            CAATTTAAAAACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCT

                  9310      9320      9330      9340      9350      9360      9370     
            ATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTCCAACGT
            TATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAGGTTGCA

             9380      9390      9400      9410      9420      9430      9440      9450
            CAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTC
            GTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAG

                  9460      9470      9480      9490      9500      9510      9520     
            GAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGCTTGACGGGGAAAGCCGGCGAA
            CTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATCTCGAACTGCCCCTTTCGGCCGCTT

             9530      9540      9550      9560      9570      9580      9590      9600
            CGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCG
            GCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGC

                  9610      9620      9630      9640      9650      9660      9670     
            CGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACAGGGCGCGTCCCATTCGCCATTCAGGCTGCGCAACTG
            GCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGTCCCGCGCAGGGTAAGCGGTAAGTCCGACGCGTTGAC

             9680      9690      9700      9710      9720      9730      9740      9750
            TTGGGAAGGGCGATCGGTGCGGGCCTCTTCGCTATTACGCCAGCTGGCGAAAGGGGGATGTGCTGCAAGGCGATT
            AACCCTTCCCGCTAGCCACGCCCGGAGAAGCGATAATGCGGTCGACCGCTTTCCCCCTACACGACGTTCCGCTAA

                  9760      9770      9780      9790      9800      9810      9820     
            AAGTTGGGTAACGCCAGGGTTTTCCCAGTCACGACGTTGTAAAACGACGGCCAGTGAGCGCGCGTAATACGACTC
            TTCAACCCATTGCGGTCCCAAAAGGGTCAGTGCTGCAACATTTTGCTGCCGGTCACTCGCGCGCATTATGCTGAG

             9830      9840      
            ACTATAGGGCGAATTGGAGCT
            TGATATCCCGCTTAACCTCGA


